Yellow-pigmented group D streptococci (YPE) were described by Mundt and Graham (13) as being a homogeneous group of bacteria that resemble either Streptococcusfaecalis or Streptococcus faecium in both physiological and biochemical properties. Subsequently, Vaughan et al. (21) , through DNA-DNA hybridization studies, found that YPE could be divided into two subgroups, I and II, which had only slight DNA similarities.
Following Schleifer and Kilpper-Balz's proposal of the genus Enterococcus (19) , several species of group D streptococci were placed into this genus, and subgroups I and Il of the YPE were also included in it, with the names Enterococcus mundtii and Enterococcus casseliflavus, respectively (1) (2) (3) .
Enterococcus faecalis and Enterococcus faecium are still considered to be the most clinically important species among enterococci (14) , but several investigators have shown an increasing interest in other, minor species, and several reports have been published on their isolation from clinical specimens and on some of the group members' peculiar resistance to antibiotics (5, 9, 14, 18) .
YPE have been isolated from both environmental sources and clinical specimens (6-9, 11, 18) to be highly susceptible, with values ranging from 0.05 to 0.2 ,ig/ml for erythromycin and from 0.05 to 0.1 for rifampin, whereas ATCC strains showed values of 0.9 ,ug/ml and 1.8 to 3.5 ,ug/ml, respectively. The MICs of vancomycin were shown to be between 2 and 4 Fxg/ml for all YPE tested (data not shown). Plasmid DNA. Plasmid DNA was extracted from reference ATCC E. casselfflavus, E. faecalis, and E. faecium strains and from the CA-YPE (Fig. 1) . It is evident that the DNA plasmid profiles of CA-YPE appeared to be quite homogeneous in all four strains isolated (lanes 10, 11, 12, and 14) and were greatly different from those of the other ATCC E. casseliflavus strains (lanes 6 to 9) and also from those of reference E. faecalis and E. faecium strains (lanes 2 and 3 and 4 and 5, respectively). In particular, CA-YPE strains showed three plasmid DNA bands of low molecular weight, not shared by the other tested species, in the range of about 4 to 2 kb. On the basis of plasmid profiles, the four CA-YPE strains appeared to be closely related to each other, although minor biochemical differences were present. Since two of them were isolated from the same surgical unit and the other two were isolated from other surgical wards of the same hospital, the possibility that a unique strain was responsible for the four cases of infection does exist; this fact stresses the evidence that YPE, just like other major enterococcal (20, 22) . This does not seem to be the case for the plasmids of CA-YPE described in this study. In fact, these strains of enterococci were found to be highly susceptible to P-lactams, aminoglycosides and other antibiotics.
The presence of YPE (mainly E. casseliflavus) in clinical specimens has not been frequently reported, and not much information is available about the infections from which they were derived (3, 8-10, 13, 21) . In a recent paper, Ruoff et al. (18) 
